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Suppl 6. Structural diagrams of active compound–target protein complexes. (G–I) Molecular docking visualization of active compounds with BDNF, CXCL8, and ECHS1.(Three-dimensional docking models showing the predicted binding poses of luteolin, phillygenin, quercetin, and wogonin within the binding pockets of BDNF, CXCL8, and ECHS1. Two-dimensional interaction diagrams illustrating the key amino acid residues and intermolecular interactions between the compounds and target proteins.
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